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Correction to: Molecular Systems Biology 9: 659; published
online 16 April 2013; doi:10.1038/msb.2013.15.

Since the publication of the above article, the authors
have noted that the percentages given for older males

and females in Table I are incorrect. In addition, one of the
baseline characteristics was incorrect. The correct table
appears below. The authors would like to apologize for these
errors.

Table I Subjects’ baseline characteristics

Baseline characteristic Young Older

Age range (median) 20–30 (24.5) 61 to 489 (78)

Gender
Male 16 (53%) 21 (34%)
Female 14 (47%) 40 (66%)

Ethnicity
White 21 (70%) 59 (97%)
Asian 9 (30%) 2 (3%)

Body mass index range (median) 19–44 (23.1) 18–47 (25.1)
Cytomegalovirus (þ ) 57% 59%
Epstein Barr virus (þ ) 53% 67%
Previous immunizations 1–20 (4) 2–30 (13)
Ever diagnosed with Flu 2 (7%) 4 (7%)
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